Key indicators: single-crystal X-ray study; T = 118 K; mean (C-C) = 0.003 Å; R factor = 0.026; wR factor = 0.070; data-to-parameter ratio = 11.5.
In the title compound, C 10 H 9 ClN 2 O 3 ÁH 2 O, the water molecule is a hydrogen-bond donor to the amide and carbonyl O atoms of two acid molecules; it is also a hydrogen-bond acceptor to the acid OH group and the amide H atom. The hydrogenbonding interactions give rise to a two-dimensional array. Table 1 Hydrogen-bond geometry (Å , ). 
Related literature
Data collection: APEX2 (Bruker, 2008 ); cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: pubCIF (Westrip, 2009 The solution was heated for 3 h; slow evaporation of the solvent gave colorless crystals.
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.95-0.98 Å) and were included in the refinement in the riding model approximation, with U(H) set to 1.2-1.5U(C). The methyl H-atoms were rotated to fit the electron density.
The oxygen-and nitrogen-bound H-atoms were located in a difference Fourier map, and were refined with distance restraints [N-H 0.88±0.01 and O-H 0.84±0.01 Å]; their U iso values were freely refined. H 2 O at the 70% probability level. Hydrogen atoms are drawn as spheres of arbitrary radius.
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